ABSTRACT We present here the draft genome sequence of a carbazole-degrading Enterobacter species. The draft genome sequence will provide insight into various genes involved in the degradation of carbazole and other related aromatic compounds.
response (70), metabolism of aromatic compounds (22), and motility and chemotaxis (109). The annotation analysis of Enterobacter sp. strain A8 did not reveal the presence of any of the protein families known to be involved in the degradation of carbazole or anthranilate (10) . However, genes involved in the degradation of phenylpropionate, phenylacetate, and vanillate were annotated. Reported genes for antibiotic resistance (acrAB, ampC, ampD, and ampR) and Pythium ultimum resistance (cyaA) were annotated in the Enterobacter sp. strain A8 genome. In addition, genes involved in resistance to heavy metals, such as chromium, arsenic, zinc, nickel, cobalt, and magnesium, were also annotated in the genome.
Data availability. The complete genome sequence for Enterobacter sp. strain A8 and the raw sequence data have been deposited in GenBank (accession numbers SCMF01000001 to SCMF01000021) and the Sequence Read Archive (accession number SRS4256731).
